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Supplementary file S2

Amplification regions of modified SSR primers

Sequence regions of forward primer

Sequence regions of reverse primer

1) EMPas10

gctaatatcaaatcccagctctcactgttacaagttacaacaacatgctgcatcctcacattaaaatcagaacct
gaaaaatttgcatgttggagagagagagagagagagagagagagagagagagagagagagagagagagagagagc
aatgttaafcacagaagccatacttctcataatttttttaaagatctatatgagaatgggaaaattcacttacat
tatgtgaaacttaggttaaagatcagatgacacttgattatttatgtgtaggattttgaaafatacaacacasse
gagEagt ttattaacataccaagctgctggatcaaactgtaagttagtccacgcgtaagcaagaga

modified sequence of reverse primer: CTA CTG GCT TGT GTT GTG TG

2) PS12A02

gcttggatgcagaatcnatggacagtttaagtttgtaaacagctttgacaatatgtaaacctaattcaactgcte
aatccaatcaagccaccaatggttcttccataactgcatattcaaaaatattgtcaagcatttgcaattgagaga
gagagagagagagagagagagagagagagagagagagagaccttttttcttagaggcaacttcggtatcatatgc

gaccgcatcaggtl[eat de fele) do e 8

modified sequence of reverse primer: CAA CCA AAG CAC CAG ATG C

3) EMPasS12

tgtgctaatgccaaaaataccatgtgtgtgtgtgtgtgtgtgagagagagagagagagagagaaagagagagaga
gagagagagagagagaaaaagagaggttggagactctcacaatgtatgtgactgagtgggttgaaatgcatgtat
atataataattacatatgtgactgagggggttgataatacaaagactacctacttgagacgatttcatcaatccc
gt ECHaaaatatgoCEEEEEag tctaaactcataagaaaaaggaacggaaaataaatttgtaaacttgtggaggg
attttatagttagttacaattgcatacaaaaagtagtccacgcgtaagcaagaga

modified sequence of reverse primer: GTG GAA GGC CAT ATT TTC GG

4) BPPCT034

ctacctgaaataagcagagccatgaaagggaattgcaacttctctttcgtttaacctagaacgagagaaggagat
ttatcatatgtataagtaactcacatcagtatttcaaatacaaagctaatgacagattagacaaatttaaagata
caatattcccctaagcgagagagagagagagagagagagagagagagagagagattttgtgcaccccattctcca
Etggatagatagttggcattctgtacctggctacaagagcatgagcctccatgtgatgtacaccaatgattggta

agttaadfEaceagcaatottacoage tt tccgcacaccaactgcacaacaattgaatgaaacattagtgctaa
taaactccttagcagtaacaaagaatt

modified sequence of reverse primer: GCT CGT AAG ATT GCT GGT AGC




5) UDP97-403

ctggcttacaactcgcaagcagtagcagagaacgtgagacagtcacagagagagagagagagagagagagagaga
gagagagagagagagaatgagacgagacagagagagactgagaacagaagag tgagtctcagttggtcgacogc
gagagggtaatcgagggtgaggttcgaatcgaaggggacagaaaagaggafaagtgaagagtcoagectotoas
gagacgagatgagagaactgagatccaacgactaggattgatccaagat

modified sequence of reverse primer: CTC ACA GAC TCG ACT CTT C

6) PceGA34

Gaacatgtggtgtgctggtttagcttttgccttgtaggaccattagccacacctagccaccccatgagagagaga
gagagagagagagagagagagaggatcaatttctgaaatatccagtagttgcattgcatttgcacctcttagtgg
acccctagttgcattcaatattgtttagttacatgggtggatctaggaaaaaaatggattatcatattcacagaa
cctEiCactEEEtgatgaaagtggfotatgagtgagtgttgatataataaactttaggatataattggtgtgct
tttatctgcaaagtttttaactttttgcatt

modified sequence of reverse primer: CCC ACT TTC ATC AAA ACA GTG AG

7) UDP98-411

aattagaaacataaacagcgcatttaccacagtaaccaaacttcaaaacctctgctgatattaaagccatccact
cagcactcagcgtctctctctctctctctctctctctectctctectgtgctgtgecttgaagegctcattgacaate
ggcgtcgtttttccacgcaaaaagtaaataaagtctctctattcctttggttttggtttttggttccaaaaattc
caatatgaccattgttccctttatcctcttaaatacaacaaaacctccactcccacttccgcaacaacctgcat
atccatctgcaccgttctcatatcaagttcatagctttactcgaaacccac

modified sequence of reverse primer: GCT GAT GAT GAC GAC GAT GAT G

additionally excluded modified primer

BPPCT040

atgaggacgtgtctgaatggattttgcaacggtctacgggtggagagtggtgaaataagaaaggttggtcgagag
agagagagagagagagagagagaaagagaggtttgtttgtegtataagaggggtttggctt tc ECEEEegagcts

modified sequence of reverse primer: CCT TTA CGT TAC AGC TCG AAA GA




