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Supplementary file S5. Diversity and richness indexes from associated fungi to Megaplatypus
mutatus galleries. Calculated from six samples-dataset.

Sample ID Observed species Chaol Shannon Equitability

AP1 33 48.60 1.34 0.27
AP2 29 34.60 2.17 0.45
BP1 49 64.17 1.88 0.33
BP2 52 69.14 2.02 0.35
Cc1 32 39.20 1.29 0.26
Ccc2 36 49.75 1.62 0.31

Diversity indexes show the highest values for BP samples. Sampled locations in Argentina were, AP:
Morse, Buenos Aires- Populus deltoides; BP: Bragado, Buenos Aires- Populus deltoides; CC: Concordia,
Entre Rios- Casuarina cunninghamiana.



